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source 



CMPMEL7 686 bp mRNA linear PLN 22-JUN-2001 

C.melo mRNA (clone pMel7) . 

Z70522 

Z70522.1 GI: 1843441 
AEl gene. 

Cucumis melo (muskmelon) 
Cucumis melo 

Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta; 
Spermatophyta; Magnoliophyta; eudicotyledons; core eudicots; 
rosids; eurosids I; Cucurbitales ; Cucurbitaceae; Cucumis. 
1 (bases 1 to 686) 
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Characterization of two cDNA clones for mRNAs expressed during 

ripening of melon (Cucumis melo L.) fruits 

Plant Mol. Biol. 33 (2), 313-322 (1997) 

97188564 

9037149 

2 (bases 1 to 686) 

Aggelis,A., John, I., Karvouni,Z. and Grierson,D. 
Characterization of two cDNA clones for mRNAs expressed during 
ripening of Melon (Cucumis melo L.) fruits 
Unpublished 

3 (bases 1 to 686) 
John, I . 

Direct Submission 

Submitted ( 01-APR-1996) John I., The University of Nottingham, 
Physiology and Environmental Science, Sutton Bonington Campus, 
Loughborough, United kingdom, LE12 5RD 

Location/Qualifiers 

1. .686 

/organism= "Cucumis melo" 
/mol^type^'mRNA" 

/cultivar= "Cantaloupe charentais" 

/ db_xr e f = " t axon : 3 6 5 6 " 

/clones "pMEL7" 

/cell_type= "pericarp " 

/ 1 i s sue_ type = " f r u i t " 

/clone_lib=" lambda UNI -ZAP" 

/ de v Js t age = " r ipe f r u i t " 

<1. .686 

1. .30 

31. .486 

/codon_start=l 

/ pr oduc t - " unknown " 

/protein„id= " CAA94433 .1 " 

/db_xref = "GI : 1843442 " 

/ db_xr e f = " SPTREMBL : P 9 3 0 9 5 " 
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3 ' UTR 

polyA_signal 
polyA_site 



/translation= "MSLIGKLVSELEINAAAEKFYEIFKDQCFQVPNITPRCIQQVEI 

HGTNWDGHGHGS I KSWYYTI DGKAEVFKERVEFHDDKLL I VLDGVGGDVFKNYKS FKP 

AYQFVPKDRNHCQAILSIEYEKLHHGSPDPHKYIDLMIGITNDIGSHIK" 

487. .686 

646. .651 

686 
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211 a 



97 c 135 g 243 t 



1 tctatatcta gagatagaag gtttaaaatc atgtctctaa ttggaaagct tgtgagtgaa 
61 ttagagatca atgcagctgc tgagaaattt tacgaaatat tcaaagatca atgttttcag 
121 gttcccaata taacccccag atgcattcaa caagttgaaa ttcatggtac taattgggat 
181 ggccatggac atggctctat caagtcttgg tattacacta ttgatggcaa ggcagaagtt 
241 tttaaggaac gggtcgagtt tcacgatgat aaattgttga tagtcttgga tggagtggga 
301 ggagatgtgt tcaaaaatta taaaagcttt aaaccagctt accaatttgt acctaaggat 
361 cgtaaccatt gccaggcaat tctgagtata gagtatgaga aacttcatca tgggtctcct 
421 gatcctcata agtatattga cctcatgatt ggtatcacta acgacattgg atctcacatt 
481 aaataagtat ttaatgtctg tcacattctc aagtgtggct tgttaatttg ttgtgggaaa 
541 gttatatttt attttgaagt aattttcgtg tggttgatta tgtatctttg ctattttgct 
601 tttatatttc aataagttat atggtttata taatattaca aagtaaataa aatccaagga 
661 tcatcccttg tttatgtttc gttatt 
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